^STIC-Biotech/ChemLib / 



From: Priebe, Scott 

' Sent: Tuesday, August 10, 2004 9:24 AM 

To: STIC-Biotech/ChemLib 

Cc: Schnizer, Richard 

Subject: FW: 09/875,228 RUSH 

Importance: High 



Please RUSH requested search. 

Original Message 

From: Schnizer, Richard 

Sent: Tuesday, August 10, 2004 8;44 AM 

To: Priebe, Scott 

Subject: 09/875,228 RUSH 

Please authorize the following RUSH search for 09/875,228, which is an amended case. 

Please search the connmercial and interference databases for bases 1-1 1407 of SEQ ID NO:1 . Please also perform an 
oligo search with a lower limit of 150 nucleotides. 

Please also align SEQ ID N0:1 with SEQ ID NOS: 2 and 3. 

Thank you- 



Richard Schnizer, Ph.D. 
Patent Examiner 
Art Unit 1635 
Remsen 2C01 
571-272-0762 
Mail BOX2C18 



STAFF USE ONLY 
Searcher: 

Searcher Phone: 2- 

Date Searcher Picked up; 

Date Compieted; 

Searcher Prep/Rev. Time: 

Oniine Time: 



************************ 

Type of Search 

NA Sequence: # 

AA Sequence :# 

Structure: # 

Bibliographic: 

Litigation : 

Patent Family: 

Other: 



************************ 

Vendors and cost where applicable 
STN: 

DIALOG : 

QUESTEL/ORBIT: 
LEXIS/NEXIS: 

SEQUENCE SYSTEM: 

WWW/Internet: 

Otherrspecify); 



Pelaval, Jan (2^ ^ 



From: , Hale, Mary 

Sent: Tuesday, August 1 0, 2004 1 :35 PM 

To: Delaval, Jan 

Subject: FW; Rush request 



Will this work??? read the thread below 
— Original Message — 



From: Schnizer, Richard 

Sent: Tuesday, August 10, 2004 12:32 PM 

To: Hale, Mar/ 

Cc: Priebe, Scott 

Subject: RE: Rush request 



Please disregard the previous email, and just perform the oligo search, limiting the sequence searched to bases 5976- 
9620 ofSEQIDNO:1. 



— Original Message — 
From: Priebe, Scott 

Sent: Tuesday, August 10, 2004 12:19 PM 

To: Schnizer, Richard 

Subject: RE: Rush request 

How about just searching a few 0.5 kb segments? 

— Original Message — 
From: Schnizer, Richard 
Sent: Tuesday, August 10, 2004 12:17 PM 
To: Hale, Mary 
Cc: Priebe, Scott 
Subject: RE: Rush request 

Please limit the search to bases 1-9765. 

Thanks - 
RS 



— Original Message — 
From: Hale, Mary 

Sent: Tuesday, August 10, 2004 12:06 PM 

To: Schnizer, Richard; Priebe, Scott 
Subject: Rush request 

Importance: High 

Hi Richard and Scott, 

We have a problem with the rush request 09/875,228. The request as submitted will require over 45 hours of 
processing time because sequence #1 has 11,407 nucleotides residues and because of the oligomer search. 
Sequence id #1 exceeds our residue limit of 10,000. The search will also require additional processing time as 
the 45 hours does not include the time required to process the alignments of seq #1,2 and 3 . Our rush and 
non rush servers are full with expected turnaround of results estimated to be within 10-15 days of receipt. 

Is there any way possible for you to modify your request? 

Mary 

Mary Hale-Supervisor, Information Branch 
Scientific Technical Information Center (STIC) 
Biotech-Chemical Library 
Remsen Building 
(571) 272-2507 
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STIC's mission is to connect examiners to critical prior art by providing information services and access to NPL 

electronic resources and print collections. 
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